Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.042; wR factor = 0.114; data-to-parameter ratio = 14.9.
In the title compound, C 7 H 9 ClN 4 , the 3-chloro-6-hydrazinylpyridazine unit is planar (r.m.s. deviation = 0.0219 Å ) and is oriented at a dihedral angle 4. 66 (27) with respect to the propan-2-ylidene group. In the crystal, the molecules are linked into non-planar dimers due to a crystallographic twofold rotation via N-HÁ Á ÁN hydrogen bonds with R 2 2 (8) graph-set ring motifs.
Related literature
For a related structure, see: Ather et al. (2010) . For graph-set notation, see: Bernstein et al. (1995) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Symmetry code: (i) Àx; y; Àz þ 1 2 .
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON. 
Comment
In continuation to 3-chloro-6-hydrazinylpyridazine derivatives (Ather et al., 2010) , the title compound (I, Fig. 1 ) is being (Bernstein et al., 1995) . The dimers are formed due to a crystallographic twofold rotation axis parallel b and located in c = 1/4.
Experimental
3-Chloro-6-hydrazinylpyridazine (0.5 g, 3.46 mmol), dissolved in acetone was refluxed for 15 min. The unreacted acetone was distilled off yielding in crude material. The product was re-crystallized in alcohol to affoard the colorless needles of (I).
Refinement
The H-atoms were positioned geometrically (N-H = 0.86, C-H = 0.93-0.96 Å) and were included in the refinement in the riding model approximation, with U iso (H) = xU eq (C, N), where x = 1.5 for methyl and x = 1.2 for all other H-atoms. 
